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Research Interests

We aim to uncover how cells protect and shape their genome, fundamental processes that have
profound implications for human health. A central focus of our work is DNA double-strand break
repair, chromatin remodeling and the recognition of pathogenic nucleic acids. Our approach is to
reconstitute complex biochemical systems and to reveal their structures and mechanisms through
high-resolution structural biology techniques, particularly cryo-electron microscopy (cryo-EM) and
functional approaches. We take a highly integrative and insterdisciplinary approach spanning
structural biology, molecular biology, biochemistry, and functional cell based analysis. Ultimately, we
seek to help translate our discoveries in DSB repair, innate immune DNA sensing and protein
engineering into clinical applications and contribute to the development of novel tools for precision
medicine.
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1993 —1994: Diploma Thesis "Allosteric Transitions of Thrombin" in the Department of
Biochemistry and Molecular Biophysics, Washington University School of
Medicine in St. Louis, USA

1990 — 1991 Biophysics (exchange year), Washington University St. Louis Medical School,
USA
1988 — 1994 Biology (Diploma), University of Regensburg, Germany
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1997 Dr. rer. nat., Technical University Munich
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