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Research Interests 
We aim to uncover how cells protect and shape their genome, fundamental processes that have 
profound implications for human health. A central focus of our work is DNA double-strand break 
repair, chromatin remodeling and the recognition of pathogenic nucleic acids. Our approach is to 
reconstitute complex biochemical systems and to reveal their structures and mechanisms through 
high-resolution structural biology techniques, particularly cryo-electron microscopy (cryo-EM) and 
functional approaches. We take a highly integrative and insterdisciplinary approach spanning 
structural biology, molecular biology, biochemistry, and functional cell based analysis. Ultimately, we 
seek to help translate our discoveries in DSB repair, innate immune DNA sensing and protein 
engineering into clinical applications and contribute to the development of novel tools for precision 
medicine. 
 
Current Position   
Director, Gene Center Munich, Director Department of Biochemistry,  
Chair of Biochemistry, Department Biochemistry, Faculty of Chemistry and Pharmacy 
 
University Education 
1993 –1994:  Diploma Thesis "Allosteric Transitions of Thrombin" in the Department of 

Biochemistry and Molecular Biophysics, Washington University School of 
Medicine in St. Louis, USA 

1990 – 1991 Biophysics (exchange year), Washington University St. Louis Medical School, 
USA 

1988 – 1994 Biology (Diploma), University of Regensburg, Germany 
 
Scientific Degrees 
1997 Dr. rer. nat., Technical University Munich  
1994 – 1997 Doctoral research, Max-Planck-Institute of Biochemistry, Martinsried 
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Professional Experience 
2023 – 2025  Director, Department Biochemistry, Germany 
2015 – today Director, Gene Center Munich, Germany 
2016 – 2019 Director, Department of Biochemistry, Ludwig Maximilian University Munich, 

Germany 
2013 – 2015 Dean, Faculty of Chemistry and Pharmacy, Ludwig Maximilian University 

Munich, Germany 
2007 – date Full Professor (W3), Gene Center, Dept. Chemistry and Biochemistry, Ludwig 

Maximilian University Munich, Germany 
2005 – 2007 Associate Professor (C3), Gene Center, Dept. Chemistry and Biochemistry, 

Ludwig Maximilian University Munich, Germany 
2001 – 2005 Tenure-track Associate Professor (C3), Gene Center, Dept. Chemistry and 

Biochemistry, Ludwig Maximilian University Munich, Germany 
1999 – 2001 Postdoctoral Research Assistant, The Scripps Research Institute, La Jolla, 

USA 
1998 – 1999 Postdoctoral Research Assistant, Max Planck Institute for Biochemistry, 

Martinsried, Germany 
 
Honours and Awards 
2026 Elected into the Bavarian Academy of Sciences and Humanities 
2022 Visiting Scholar, University of California, San Diego 
2018 European Research Council (ERC) Advanced Grant  
2017 Gottfried Wilhelm Leibniz-Prize of the DFG 
2015 Member of the Max Planck Society  
2015 External scientific member of the Max Planck Institute for Biochemistry 
2015 m4-Award for Personalised Medicine (2) 
2014 Elected into the National Academy of Sciences (Leopoldina) 
2012 European Research Council (ERC) Advanced Grant 
2011 m4-Award for Personalised Medicine 
2010 EMBO member 
2003 EMBO Young Investigator Award 
1999 – 2001 BASF Postgraduate Fellowship 
1997 Young Investigator Prize, National Academy of Sciences Leopoldina 
1994 – 1997 PhD Fellowship, German Academic Scholarship Foundation 
1991 – 1992 German Academic Exchange Programme (DAAD) Fellowship 
1991 – 1994 Fellow, Studienstiftung des deutschen Volkes 
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